Subject: Re: Molecular Modelling really possible with pv-wave?
Posted by hewat on Fri, 09 Feb 1996 08:00:00 GMT

View Forum Message <> Reply to Message

Bernd Ihmels <bihmelsl@gwdg.de> writes:

> So | wonder, if anyone of you ever wrote a program do draw large molecules,

> with a fast algorithm, so that you won't have to wait several minutes for just

> one image? Or even better, a program, able to turn a molecule ones created, so
> that you don't have to create a new image for every new view-angle?

>

>

Or is something like that impossible to do with pv-wave?
Why would you want to do that with IDL :-) Take a look at VRML based applications-
http://ws05.pc.chemie.th-darmstadt.de/vrml/pdb2vrml.html and then at RasMol

http://www.umass.edu/microbio/rasmol to see the competition you are up against :-)

Alan Hewat, ILL Grenoble, FRANCE (hewat@ill.fr) fax (33) 76.48.39.06
ftp://ftp.ill.fr/pub/dif  http://193.49.43.3/dif/3D_crystals.html
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